Supplementary Figure S1 | Generation and characterisation of NSUN2 CRISPR/Cas9 KO cells (A) Schematic representation of a fragment of the NSUN2 gene structure spanning exons 8 to 10. Red star indicates the site in exon 9, which was targeted by the CRISPR/Cas9 gRNAs ( Supplementary Table S1 ). Genomic changes in the U2OS NSUN2 KO cell line as detected by PCR and Sanger sequencing are indicated in green and described. (B) Top: the NSUN2 gene structure spanning exons 6 to 19 with indicated RT-qPCR primer binding sites. Bottom: RT-qPCR analysis of NSUN2 mRNA expression levels in the NSUN2 KO cells for 4 pairs of primers. The expression was normalised to GAPDH. n=2. (C) Western blot analysis of the steadystate levels of NSUN2 in U2OS WT and NSUN3 KO cell line. Note: alternative CRISPR/Cas9 KO line is shown, which was not used in the present study. 
